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Surface Plasmon Resonance (SPR)
Biolayer Interferometry (BLI)
Hybridoma Sequencing
High Performance Liquid Chromatography (HPLC)
Capillary Electrophoresis (CE)
Automated Capillary Electrophoresis (LabChip)
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£ Surface Plasmon Resonance (SPR) &
Biolayer Interferometry (BLI)
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1) RNA prep (Kit) 1) Colony PCR (polymerase, M13F/R)
2) cDNA synthesis (Kit) 2) Mini prep
3) HC, LC, PCR (polymerase, primer) 2t 1670 seeding 3) Sequencing (2} 87H4)
4) T-vector ligation (DH5a) 4) Sequencmg j=e]]
5) Transformation (DH5a) (Align ZAxt 2~37H 52 sequence £H9l)

1~2 days 1~2 days 1~2 days
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E%High Performance Liquid Chromatography (HPLC)
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=& Capillary Electrophoresis (CE)
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CE-SDS =4 Molecular weight sizing, purity isoelectric point (pI)
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(Automated Capillary Electrophoresis)
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DNA
Assays RNA
Protein

Fragment DNA
Sheared DNA

Genomic DNA
Application Total RNA
SDS PAGE
Glycan
Charged Variant
Throughput High
Plate Compatibility 96 and 384
Samples per Run Up to 384

Molecular weight sizing, Purity
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PURIFIED PROTEIN PURITY (Electropherograms)

(Labchip analysis)
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